
© 2024 PacBio. All rights reserved. For research use only. Not for use in diagnostic procedures. 

PN 103-404-500 Version 01 (March 2024) 

 

 

 

 

New features 
• Added trimming of low quality bases at the ends of reads. This is configured using the following new sample 

sheet settings. See Obc2fastq reference guide (v6.0) for details. 

• TrimLowScores 

• TrimQ 

• TrimWindow 

• Added new command-line parameters. See Obc2fastq reference guide (v6.0) for details. 

• --n-padding 

• --save-sample-tag 

• --logutctime 

• Reduced memory usage. 
• Significantly faster time to results. 

Fixed issues 
• Fixed an issue where empty fields and extra commas at the ends of lines in sample sheet files caused the 

sample sheet settings to be ignored. 
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